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CICLOS DE TRANSMISSAO DAS ARBOVIROSES

Human amplification  Spillover from Amplification in
(for example, urban  enzootic cycle domestic animals
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International Catalogue of Arboviruses, Including
Certain Other Viruses of Vertebrates ( Karabatsos, 1985)
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ME-SELRETARIS OF VIGILANCIA FU RALDF

NA TRANSMISSAO DAS DOENCAS VETORIAIS

- Alta densidade vetorial;
- Diversidade de espécies vetoras;

- Aumento da replicacao viral no
mosquito.

Berkeley Earth: January to December 2015

O monitoramento da mcidéncia e da expansio geografica das doengas ~l”
tropicais deve fazer parte da vigilincia epidemiolégica, com foco sobre Relative to 1951-1980 climate WWW. BerkeleyEarthorg

as populagGes que ji sofrem ou que poderdo sofrer os impactos da Record Extreme Very Below Near Very Extreme Record
vanagao chimatica
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Distribuicdo geografica do Aedes aegypti no
Continente Americano

(Gubiler, 2011)
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Distribuicao no Brasil

Numero de municipios brasileiros infestados por Aedes aegypti

Municipios Infestados por Aedes aegypti, nos ultimos 12 meses
Rio Grande do Sul, 14 de Julho de 2016.
3
. [ Musicipiny | nfereadny
Mo Infestado
4.5923
A.
Fonte: Carvalho et al , 2014 gl INSTITUTO
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Doencas Transmitidas pelo Aedes aegypti e Aedes albopictus
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RESEARCH

Phylogeography of Dengue Virus
Serotype 4, Brazil, 2010-2011

Marcio Roberto Teixeira Nunes, Nuno Rodrigues Faria, Helena Baldez Vasconcelos,

Daniele Barbosa de Almeida Medeiros, Clayton Pereira Silva de Lima, Valéria Lima Carvalho,

Eliana Vieira Pinto da Silva, Jedson Ferreira Cardoso, Edivaldo Costa Sousa Jr,
Keley Nascimento Barbosa Nunes, Sueli Guerreiro Rodrigues. Ana Barroso Abecasis,
Marc A. Suchard, Philippe Lemey, and Pedro Fernando da Costa Vasconcelos

Nunes et al, 2012 17 Emerg Infect Dis

Figure 1. Maximum clade credbility tree
ing the piwk - g =

g Yoo ps
of the 314 dengue virus typs 4 (DENV-4)
envelope genes (1,485 nt). The major groups
{genotypes lli} are indicated Branch
lengths are scaled in tme units; scale bars,
representing the chronology of DENV-4
emergence, are color-coded according to
the most probable geographic location of the
o node. Introductk of DENV-4

particular

nodes, * indicates posterior probability
support of 1.00. Panel on right shows a detail
of the maximum clade credibility tree (buit
by using an alignment of €8 DENV-4 full
genomes [10,624 nt]) that reveals 3 distinct
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intr fel Y

figure = available online (wwwnc.cde.gow/
EiD/articlel 18/11/12-0217-F 1.hem).

Emerging Infectious Diseases - www.cdc.govieid - Viol. 18, No. 11, November 2012
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MODELO PARA VIGILANCIA DAS ARBOVIROSES

Vigilancia da Febre Amarela

‘ Componentes da Vigilancia da Febre Amarela \

Vigilancia de Vigilancia de Vigilancia de " Vigilancia

casos coberturas epizootia de entomolégica
humanos vacinais primatas nao

humanos
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Classificacao Propriedades Fisico-Quimicas

Peribunyaviridae @ 3 seg. ssn 80-120 nm Esférica presente
Flaviviridae 1 seq. ss 40-60 nm lcosaédrica  presente
Reoviridae 10-12 seq. ds 60-80 nm lcosaédrica  ausente
Rhabdoviridae 1 seg. ssn 100 - 430 nm Bala de presente

por 45 - 100 nm  revolver

Togaviridae 1 seq. ss 70 nm Icosaédrica  presente

Nem todos os membros das citadas familias sdo necessariamente arbovirus
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a Familia: Flaviviridae

Género : Flavivirus
Morfologia : esféricos, 20 a 50 nm
Virus envelopados

Genoma : RNA fita simples, nédo segmentado

GENOME STRUCTURE

5 €-prM(M) -E-NSNS2A-NS2B-NS3NS4A-NS4B-NS53 6

Virion maduro

Virion imaturo

PrMm

. ﬁf

E
//x\ StrUCtural plotelnS Non Structura| protems

Nucleocapsideo (C) C

Importancia médica : DENV, ZIKV, YFV, ILHV, SLEV, WNV,
JEV, entre outros
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Out of Africa: A Molecular Perspective

on the Introduction of Yellow Fever Virus

into the Americas

Juliet E. Bryant"***, Edward C. Holmes®”, Alan D. T. Barrett ¥

Origins in Africa; introduction to Ne
World along with mosquito vector,
Aedes aegyptduring slave trade
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Genomic and Phylogenetic
Characterization of Brazilian Yellow Fever
Virus Strains

Marcio R. T. Nunes, Gustavo Palacios, Jedson F. Cardoso,
Livia C. Martins, Edivaldo C. Sousa Jr_, Cla P. 5. de
Lima, Danizle B. A. Medeiros, Mazir Savji, Aaloki Desai,
Sueli G. Rodrigues, Valeria L. Carvalbvo, W. lan Lipkin and
Pedro F. C. Vasconcelos

L. Wirol. 21]12,252;11] 13263, DO: 1011280V 00565-12.
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YFV prM/E
gene tree
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Periodos da doenca

QUADRO CLINICO

la. Fase
3a. Fase
2a. Fase
Infeccao Remissao Intoxicacao
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7 a 10 dias
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Trans R Soc Trop Med Hyg 2014; 108: 482-487 Q 2

doi:10.1093/trstmh/tru092 Advance Access publication 30 June 2014

The whole iceberg: estimating the incidence of yellow fever virus
infection from the number of severe cases

Michael A. Johansson®*, Pedro F. C. Vasconcelos® and J. Erin Staples®

“Division of Vector-Bome Diseases, Centers for Disease Control & Prevention, Fort Collins, Colorado, USA; “Instituto Evandro Chagas,
Department of Arbovirology and Hemorrhagic Fevers, Ministry of Health, Ananindeua, Para State, Brazil

The typical Anicebergo pattern for yel/
cases in the Americas, 1962011

43% of patients with severe cases die

(95% CI-23%)
Severe disease

.. Asymptomatic
(95% CI:-26%) 54%

Mild disease

34% (95% ClI: 153%)

. A ‘Severe disease
Asymptomatic 4 130

Infections Mild disease

33%



YF transmission in the world
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